The T2Bacteria Panel Covers 74% of Bacterial Pathogens Causing Bloodstream Infections
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Figure 1: Coverage of Bacteria in Positive Blood Cultures Figure 4: Off-panel Pathogens Identified
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Background

« The T2Bacteria® Panel is an FDA cleared and CE marked culture independent in vitro
diagnostic test that identifies common species that cause bacterial sepsis utilizing T2 magnetic
resonance technology.
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« This FDA cleared panel detects Enterococcus faecium, Staphylococcus aureus,
Klebsiella pneumoniae, Pseudomonas aeruginosa, and Escherichia coli within 3-5 hours.

No. of Bacteria

 The CE-marked panel also has Acinetobacter baumannii as a sixth target.

« Early identification of these six pathogens is key as all are included within the WHQO Critical
Pathogens list and CDC Antibiotic Resistance Threats. 12
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Discussion

« 74% of identified blood culture pathogens, across 12 studies, were on the T2Bacteria Panel.*

m On-panel (USA) mA. baumannii  m Off-panel (non-contaminant)

Whole Blood Smacioe 1D Species /Target-Specilic Results 15 Notably, the T2Bacteria Panel pathogens represented a higher proportion of bloodstream
Collection / isolates than previous surveillance data would suggest.®
] . 1-48 HOURS
after positive BC Figure 2: On-panel Bacteria Isolated « The most commonly identified pathogens were S. aureus (n=49), E. coli (n=48), and K.
ﬂ . pneumoniae (n=34).415

 The pathogens included on the T2Bacteria Panel are all implicated as WHO critical pathogens or
antibiotic resistance threats according to the CDC in their resistant phenotypes.
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Methods

INCLUSION:

Publications, presentations, and abstracts evaluating the T2Bacteria Panel were systematically
screened and included if the study reported organisms grown from conventional blood cultures for
all included subjects.

Post-Culture
Species ID

« E. faecalis (n=10) was the most common off-panel pathogen followed by K. oxytoca (n=95), E.
cloacae (n=5), and S. pyogenes (n=5).4-1°

« Coagulase-negative Staphylococcus spp. were the most commonly identified contaminants
(N=73).4-15

« T2Bacteria rapidly identified on-panel pathogens and reduced time to species ID by as much as
88.73 hours.*
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EXCLUSION:
Studies were excluded if organism level data were not available for both on and off-panel
organisms. Data relating to Candida species and the T2Candida Panel were excluded from
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Conclusion

S. aureus E. coli K. pneumoniae P. aeruginosa E. faecium  A. baumannii _ | N o _ _ _ |
analyses. The T2Bacteria Panel identified the majority bacterial pathogens causing blood stream infections
T2 Bacteria Panel Species isolated during 12 clinical studies.
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